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(1) starch vs. glycogen

(2) lysosome vs. peroxisome

(3) smooth vs. rough endoplasmic reticulum

(4) proton pump vs. H' /sucrose symporter

(5) prokaryotic cell vs. eukaryotic cell

(6) competitive inhibitors vs. noncompetitive inhibitor of enzymes
(7) diffusion vs. osmosis

(8) plasmodesmata vs. gap junctions




